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FASTA searches a protein or DNA sequence data banX 
version 3.3t05 March 30, 2000 

'i'rPear^on . D.J. Lipman PNAS (1988) 85:2444-2448 

/tmp/fastaCAAygaWej : 995 aa . . 

■■ >'SEQ ID N0:2 
vs /tmp/fastaDAAzgaWej library 
searching /tmp/fastaDAAzgaWej library 

1008 residues in 1 sequences 
P^STA .3.34 .anoary .000, function I"Pti.Ued BL50 .15,-5,, .tup, 2 

join: 39, opt: 27, gap-pen: -12/ -2, widtn. 

Scan time: 0.034 ^pj. 
S36??"cSsION«369, »ID: ,i 180255 M13699. .1008, 2671 
»m3699 ACCESSION,M13699 HID, gi 180255 ,b M13699.1 HUM (1008 aa, 
.i?^^-W."^ai1ci;e!'398?r- ""o2, iaentit. In 1014 aa overlap ,1-992,1-1008, 
SEQ „KILILSIFLrLCSSPGwi?DRHCYISIELlWYAPSGK«L«EKPFSEDLE----FI,Q 

H13699 ;KiLiLGiFi,FLCSTFAW«<EKHVviGilE™^^ 

10 . .. 20 ... 30 , fiu . 

7n 80 90 100 110 

SEQ cgqLksfvfkkI^vfqvtdhtfqriiekfswloflgpmikaetgdfiyvhvkmasray 

„13699»3PDRIGRLYK™TDETFRTTiEKPVWI^F«PII^^^^ 

60 70 80 90 

SEQ siHPHGLTVSKE^LGAIYpi^TGLQKEVEYLpGKQYTi^ 

M13699 TPHSHGI™--GM;p™ 

120 130 140 1^0 

SEQ tri?hshidta^?asgligpil?ckrg™?ekdidrssfL^ 

M13699 TRivHSHiDAPKDXA^LiGPLIICKKDSL^^^^^^ 
_g3£l. 190 200 210 

SEQ i^J-tesgkintIdprfeesmImqsingyiyg^pnltmcaIdrvqwyf 

M13699 iKTYCSEPEKVDKDNEDPQESNRKYS™^ 

240 250 260 

SEQ p™RGQr:,ISR^RKDTIMLFPsLEDAFHvi^PGVV«GCQ---"HESMQAFF^^ 

m3699 AAFFHGQAi,««^Rli^™^^H:^™™^^^^^ 

310 320 -5-5^ -'^ 



300 



360 370 380 390 400 410 

SEQ NCQKPSTEAFVTGTHVIHYYIAAKEILWNYAPSGIDFFTKKNLTAAGSKSQLFFERSPTR 

M13699 ECNKSSSKDNiRGKHVRHYYIAAEEIIWNYAPSGIDIFTKENLTAPGSDSAVFFEQGTTR 

.380 3.90 400. 410. 



360 



420 430 440 ' 450 460 

SEQ IGGTYKKLIYREYTDASFQTQKAR— EEHLGILGPVFKAEVGQTIKITFYNNASLPLSI 

M13699 IGGSYKKLVYREYTDASFTI^KERGPEEEHLGILGPVIWAEVGDTIRVTFH^^ 
420 430 440 • 450 460 470 

470 480 490 - 500 510 520 

SEQ QPPGLHYNKSNEGLFYE— TPGG-STPPPSSHVSPGTTFVYTWEVPKDVGPTSTDPNCL 

M13699 EPIGVRFNKl^EGTYYSPNYNPQSRSVPPSASHVAPTETFTYEWTVPK^^ 

480 490 500 510 520 530 

530 540 550 560 570 580 

SEQ TWFYYSSVNGKKDINSGLLGPLLICRNGSLGDDGKQKGVDKEFYLLATIFDENESNLLDE 

M13699 AKJ^SAVDPTKDIFTGLIGPMKICKKGSLHANGRQfyJVDKEFYLFPTVFDENESLL^^ 
540 550 560 570 580 590 

590 600 610 620 630 640 

SEQ N-RTFITEPENIDKEDTDCQASNKMYSINGYMYGNLPGLDTCLGDNVLWHVFSVGSVEDL 

M13699 NIFMFTkpDQVDKEDEDFQESNKMHSMNGFMYGNQPGLTMCK^ 

500 610 620 630 640 650 

650 660 670 680 690 700 

SEQ HGIYFSGNTFTSLGARRDTIPMFPYTSQTLLMTPDSIGTFDLVCMTIKHNLGGMKHKYHV 

M13699 HGIYFSGNTYLWRGERRDTANLFPQTSLTLHI^WPDT^ 

660 670 680 690 700 710 

710 720 730 740 750 760 

SEQ RQCGKPNPDQTQYQEEKIIITIAAEEMEWDYSPSRKWENELHHLRRENQTSMYVDRSGTL 

M13699 NQCRRQSEDSTFYLGERTYY-IAAVEVEWDYSPQREWEKELHHLQEQNVSNAFL^^^ 
720 730 740 750 760 //u 

770 780 790 800 . 810 820 

SEQ LGSKYKKVLYRQYDDNTFTNQTKRNEGEKHLDILGPLILLNPGQIIQIIFKNKAARPYSI 

M13699 IGSKYKKVVYRQYTDSxkvPVERKAEEEHLGiLGPQL^^ 

780 790 800 810 820 830 

830 840 850 860 870 880 

SEQ HAHGVKTNNSTWPTQPGEIQIYTWQIPDRTGPTSLDFECIPWFYYSTVSVAKDLHSGLV 

M13699 HAHGVQTESSTVTpkpGETLTOT 

840 850 860 870 880 890 



890 900 910 920 930 

SEQ GPLSVCR KDINPN-IVHRVLHFMIFDENESWYFEDSINTYASKPNKVDKENDNFQL 

M13699 GPLIVCRRPYLKVFNPRRKLEFALLFLVFDENESWYLDDNIKTYSDHPEKVNKDDEEFIE 
900 910 920 930 940 950 

940 950 960 • 970 ■ . 980 . 990 

SEQ ' ' SNQMHAINGRLFGmQGITFHVGDVVNV\n(^LIGIGNEADLHTWFHGH 

M13699 SNKMHAINGRMFGNLQGLTMHVGDEVNWYLMGMGNEIDLHTVHFHGHSFQYKHR 
960 970 980 990 1000 



995 residues in 1 query sequences 
1008 residues in 1 library sequences 
Scomplib [version 3.3t05 March 30, 2000] 

start: Wed Sep 18 11:18:07 2002 done: Wed Sep 18 11:18:08 2002 
Scan time: 0.034 Display time: 1.433 

Function used was FASTA 



